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Research interests

Community ecology.

Experience and education

• 2006-present. School of Environmental Sciences, University of Liverpool, UK. Lecturer in quantitative
biology.

• 2009-2019. B.Sc. Mathematics and Statistics, Open University, UK (1st class).

• September 2012-Jan 2013. Visiting Research Associate Professor, University of Tennessee, USA.

• 2006-2007. University of Liverpool, UK. Certificate in Professional Studies, Learning and Teaching in
Higher Education, with distinction.

• 2004-2006. Department of Mathematics and Statistics, Department of Biochemistry and Molecular Biol-
ogy, Dalhousie University, Canada. Postdoctoral researcher, statistical and evolutionary bioinformatics.

• 2000-2004. Department of Biochemistry, University of Cambridge, UK. Postdoctoral researcher, phylo-
genetic analysis of medieval texts, extraction of ancient DNA from parchment.

• 1998-1999. Institute of Evolution, University of Haifa, Israel. Postdoctoral researcher, ecology of tempo-
rary freshwater pools.

• 1997-1998. Ecological consultant, self-employed. Projects included development of ecologically-based
toxicity benchmarks for wildlife and Monte Carlo simulation of heavy metal accumulation in aquatic or-
ganisms.

• 1996-1997. Applied Biomathematics, Setauket, New York. Development of commercial Monte Carlo
software for assessing the effects of pollutants on ecological systems. Ecological risk assessments for
birds, mammals and plants affected by human activity.

• 1992-1996. Ph.D., University of Sheffield, UK. Effects of habitat size on food web structure.

• 1989-1992. B.Sc. Ecology, University of Leeds, UK (1st class).
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Żychaluk, K., Bruno, J.F., Clancy, D., McClanahan, T.R. and Spencer, M. (2012). Data-driven models for
regional coral-reef dynamics. Ecology Letters 15:151-158.
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Greek manuscripts of the Letter of James using reduced median networks. Computers and the Humanities
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Schlarb-Ridley, B.G., Navarro, J.A., Spencer, M., Bendall, D.S., Hervás, M., Howe, C.J. and De la Rosa,
M.A. (2002) The role of electrostatics in the interaction between plastocyanin and photosystem I of the cyanobac-
terium Phormidium laminosum. European Journal of Biochemistry 269:5893-5902.
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Linguistic Computing 17:311-322.

Spencer, M., Wachtel, K. and Howe, C.J. (2002). The Greek Vorlage of the Syra Harclensis: A Comparative
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Spencer, M., Fisher, N.S, Wang, W.-X. and Ferson, S. (2001). Temporal variability and ignorance in
Monte Carlo contaminant bioaccumulation models: a case study with selenium in Mytilus edulis. Risk Analysis
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Mooney, L.R., Barbrook, A.C., Howe, C.J. and Spencer, M. (2001). Stemmatic analysis of Lydgate’s “Kings
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matics. Revue d’Histoire des Textes 31:275-297.

Spencer, M. and Howe, C.J. (2001). Estimating distances between manuscripts based on copying errors.
Literary and Linguistic Computing 16:467-484.

Howe, C.J., Barbrook, A.C., Spencer, M., Robinson, P., Bordalejo, B. and Mooney, L.R. (2001). Manuscript
evolution. Trends in Genetics 17:147-152 (reprinted in Endeavour 25:121-126).

Spencer, M. (2000). Are predators rare? Oikos 89:115-122.
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Spencer, M. (1997). The effects of habitat size and energy on food web structure: an individual-based
cellular automata model. Ecological Modelling 94:299-316.

Spencer, M., Ginzburg, L.R. and Goldstein, R.A. (1997). Community-level risk assessment, food chains
and bioaccumulation. The Environmental Professional 19:90-97.

Spencer, M. and Warren, P.H. (1996). The effects of habitat size and productivity on food web structure in
small aquatic microcosms. Oikos 75:419-430.

Spencer, M. and Warren, P.H. (1996). The effects of energy input, immigration and habitat size on food
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Warren, P.H. and Spencer, M. (1996). Community and food web responses to the manipulation of energy
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Grants

• 2013. Dynamics of community composition. NERC standard grant, £383066.

• 2012. From short-term dynamics to long-term consequences in species-rich communities. NIMBioS
Sabbatical Fellowship, up to $17250.

• 2011. Changes in population dynamics of rocky shore organisms at range edges. British Ecological
Society, £2495, and Marine Biological Association, £1500, with Rob Freckleton (University of Sheffield),
Nova Mieszkowska (Marine Biological Association), and Mike Burrows (Scottish Association for Marine
Science).

• 2009. Mapping selective events during endosymbiosis and plastid evolution onto phylogenetic trees,
CoSyst, £8550, with Simon Whelan (University of Manchester, administrative lead) and Chris Howe
(University of Cambridge).

• 2007. Improved phylogenetic tools for gene content data, BBSRC, £94609.82.

Recent presentations

• School of Mathematics, University of Leeds, 2016. Seminar on compositional dynamics of coral reefs.

• Centre Interfacultaire Bernoulli, EPFL, Lausanne, Switzerland, 2014. Invited workshop presentation on
the history of ideas about ecosystem-level selection.

• Department of Animal and Plant Sciences, University of Sheffield, 2013. Invited seminar on measuring
rates of succession.

• National Institute for Mathematical and Biological Synthesis, University of Tennessee, Knoxville, 2012.
Seminar on measuring rates of succession.

• Department of Mathematics and Statistics, University of Otago, New Zealand. 2012. Seminar on density-
structured population models.

• Department of Biological Sciences, Old Dominion University, Virginia, 2012. Invited seminar on alterna-
tive stable states in coral reefs.

• Department of Mathematics and Statistics, Dalhousie University, Halifax, 2011. Invited seminar on iden-
tifying changes in evolutionary processes using stochastic mapping and covarion models.

• British Ecological Society, Leeds, 2010. Oral presentation on semiparametric models for coral reef dy-
namics.

• Centre for Research in Statistical Methodology, Warwick, 2010. Invited keynote speaker, continuous-time
and continuous-space processes in ecology.

Current teaching

• MSc project (level 4): typically supervise up to two students.

• MMarBiol project (level 4): typically supervise up to two students.

• Marine ecology: theory and applications (level 3): module coordinator, deliver half the module.

• Ecology and marine biology honours project (level 3): typically supervise three to six students.

• Ecology and marine biology field course (level 3): typically supervise five student projects on a one-week
field course.

• Statistics for environmental scientists (level 2): module coordinator, deliver one third of the module.

• Marine biology practical skills (level 2): deliver a one-day field practical class and a one-day data analysis
class.

• Quantitative skills for ecology and marine biology (level 1): module coordinator, deliver all the module
(new module for 2017/18).
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PhD supervision

Co-supervised three students (graduated), one Science without Borders sandwich student (one-year visit,
graduated), ongoing co-supervision of two students.

Departmental administration

• Acting head of admissions and recruitment, School of Environmental Sciences (2014), and in charge of
admissions and recruitment for ecology and marine biology (2010-present).

• School of Environmental Sciences representative on NERC Centre for Doctoral Training bid (2016: un-
successful, ranked second overall).

• School of Environmental Sciences representative on successful NERC Doctoral Training Partnership bid,
2013-2016.

• School of Environmental Sciences representative on postgraduate travel fund panel, 2014-2016.

Responsibilities

• Academy of Finland aquatic sciences review panel, 2014 round.

• Member, British Ecological Society Review College, 2012 - 2015.

• Academy of Finland population and community ecology review panel, 2012 round.

• Associate Editor, Methods in Ecology and Evolution, 2012 - 2015.

• Editorial board member, Systematic Biology, 2011 - 2013.

• Grant reviews for Engineering and Physical Sciences Research Council and Natural Environment Re-
search Council (UK), National Science Foundation (USA), Marsden Fund (New Zealand), Israel Science
Foundation, Deutsche Forschungsgemeinschaft (Germany).

• Manuscript reviewer for journals including Proceedings of the National Academy of Sciences, Proceed-
ings of the Royal Society Series B, Conservation Letters, Coral Reefs, Ecology, American Naturalist,
Molecular Biology and Evolution, Journal of Applied Ecology.

• 2011. PhD external examiner, University of Manchester.

• 2011. PhD external examiner, Dalhousie University.

• Co-organizer, 44th European Marine Biology Symposium, Liverpool, 7-11 September 2009.

• Co-organizer, one-day workshop on evolution of stochastic gene expression, University of Liverpool, 5
December 2007.

• Isaac Newton Institute for Mathematical Sciences, Cambridge. Visiting fellow, phylogenetics programme,
3-23 September 2007.

• Canadian Institute for Advanced Research (CIAR), 2005-2006. Program reporter for the evolutionary
biology program. Responsible for producing reports for non-specialists on CIAR meetings.

Awards

• Open University, 2014. Leslie Walshaw Award for best results in the region on module MS221.

• Association for Literary and Linguistic Computing, 2001. Bursary for attendance at Association for Com-
puters in the Humanities/Association for Literary and Linguistic Computing conference, New York Univer-
sity.

• Woods Hole Oceanographic Institute/Office of Naval Research, 1995. Bursary for attendance at Food
Webs summer school, Cornell University.

• University of Leeds, 1992. Broadhead Prize for best summer field project (joint winner).
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